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ABSTRACT. The non-classical class I human leukocyte antigen 
(HLA)-G molecule was found to be predominately expressed in the 
extravillous cytotrophoblasts at the fetal-maternal interface during 
pregnancy. This molecule is critically important for successful 
implantation during human pregnancy. The polymorphic insertion-
deletion (indel) 14-base pair (bp) site localized at the 3' untranslated 
region was associated with HLA-G mRNA stability and isoform 
alternative splicing patterns, and thus may influence HLA-G function 
during pregnancy. We studied the association between the 14-bp indel 
polymorphism (rs16375) at the 3' untranslated region with recurrent 
spontaneous abortions in a Saudi population living in Riyadh. A group 
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of 64 women with 2-11 successive abortions were included in this study. 
The control group included 62 women without reported abortions and 
at least 2 pregnancies, all visiting the King Khaled Hospital in Riyadh. 
The 14-bp indel was genotyped in the case and control groups. The 
frequency of the genotype +14/+14 was slightly higher in women with 
recurrent spontaneous abortions, but no significant differences were 
observed in the distribution of alleles and genotypes. 

Key words: HLA-G; 14-base pair indel polymorphism; Saudi Arabia;
Recurrent spontaneous abortions

INTRODUCTION

The human leukocyte antigen-G gene (HLA-G) is located on the short arm of chro-
mosome 6 within the HLA region (6p21.2-21.3). It consists of 7 introns and 8 exons that 
code for the heavy chain of the HLA-G molecule. Exons 7 and 8 are always absent in the 
mature mRNA because of the presence of a stop codon in exon 6 (Donadi et al., 2011). Seven 
expressed isoforms have been described, 4 of which (HLA-G1-G4) are membranous and 3 
(HLA-G5-G7) of which are soluble molecules (Riteau et al., 2001). The proteolytic cleavage 
of the HLA-G1 isoform generates the soluble HLA-G1 form (O’Brien et al., 2001). Compared 
to the classical HLA molecules, the HLA-G gene contains a modest 46 polymorphisms that 
map to either the coding or non-coding regions. At the protein expression level, only 15 vari-
ants have been reported (Hviid et al., 2002). The polymorphisms mapped to the non-coding 
regions, particularly those in the 5' upstream regulator region (5' UTR) and 3' untranslated 
regions (3' UTR), reportedly influence the function of HLA-G molecules and have been im-
plicated in some pathologies such as infertility, preeclampsia, failure in in vitro fertilization, 
and recurrent spontaneous abortion (RSA) (Menier et al., 2010; Donadi et al., 2011). Several 
studies have demonstrated the importance of the 3' UTR in the HLA-G expression profile 
(Rousseau et al., 2003; Martelli-Palomino et al., 2013). This region contains several regulatory 
elements, including a poly-A signal and AU-rich motifs involved in maintaining mRNA sta-
bility and isoform alternative splicing patterns, which may influence the function of HLA-G, 
particularly during pregnancy (Kovats et al., 1990; Fuzzi et al., 2002). Interestingly, the 14-
base pair (bp) (5'-ATTTGTTCATGCCT-3') insertion/deletion (indel) polymorphism mapped 
to position 3741 in the 3' UTR of exon 8 has gained interest (Harrison et al., 1993; Rousseau 
et al., 2003). Thus, several reports have indicated that this indel polymorphism is related to 
HLA-G mRNA stability and splicing patterns involved in generating HLA-G isoforms (Hviid 
et al., 2003; Rousseau et al., 2003; Chen et al., 2008). Moreover, the 14-bp insertion allele 
was reported to be associated with low levels of both HLA-G mRNA and circulating soluble 
HLA-G (sHLA-G) isoforms (Chen et al., 2008; Boukouaci et al., 2011). It was also reported 
that plasma levels of sHLA-G were dramatically lower with the genotype +14-bp/+14-bp than 
with +14-bp/-14-bp and -14-bp/-14-bp genotypes (Chen et al., 2008; Martelli-Palomino et al., 
2013). Thus, based on the results of several studies, the HLA-G molecule is considered to be a 
key player during early and mid-term pregnancy by contributing to the maintenance of gesta-
tion throughout pregnancy (Kovats et al., 1990; Rouas-Freiss et al., 1997; Fuzzi et al., 2002). 

RSA was initially defined as death of the fetus before 24 weeks of gestation at least 2 
consecutive times (Regan and Rai, 2000; Stephenson, 2011). It occurs in 2-4% of reproduc-
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tive-aged women, of which 40-55% cases remain unexplained (Li et al., 2002; Van den Berg 
et al., 2014). RSA is one of the most common complications associated with early pregnancy 
and remains a challenge in gynecology (Jauniaux et al., 2006). Different potential etiologic 
factors have been implicated in this condition, such as endocrine regulation, autoimmune 
reaction, thrombophilia, environmental, psychological, and genetic background, and viral 
infections (Bergant et al., 1997; Bussen et al., 1999; Li et al., 2002; Quenby et al., 2005; 
Weimar et al., 2012). 

The interface between the fetus and mother may contribute to the development and 
maintenance of the pregnant uterus as an immune-privileged site. In fact, the immunologic 
relationship between the mother and the fetus is determined by fetal antigens and the mater-
nal immune system. Inadequate recognition of fetal antigens may result in failed pregnancy 
(Vince and Johnson, 1995; Christiansen, 1996). Since its discovery, the crucial role of the non-
classical HLA-G molecule in pregnancy success has been demonstrated (Ellis et al., 1986; 
Kovats et al., 1990; Carosella et al., 1999, 2003; Rouas-Freiss et al., 2007). Various studies 
have reported that HLA-G molecules are responsible for maintaining the immune-regulated 
and tolerogenic environment during pregnancy (Fuzzi et al., 2002; Criscuoli et al., 2005; Noci 
et al., 2005). Indeed, these molecules are predominately expressed on extravillous cytotro-
phoblasts at the fetal-maternal interface during pregnancy (Carosella et al., 1999; Bainbridge 
et al., 2000; Bhalla et al., 2006). Currently, there is convincing experimental support for ex-
pression of HLA-G molecules conferring protection against cytolysis mediated by different 
maternal cytotoxic subpopulations, such as those of the natural killer cells, T lymphocytes, and 
dendritic cells. Another study indicated that altered expression of HLA-G molecules is associ-
ated with RSA (Vince and Johnson, 1995).  

In this study, we examined the association between successful and unsuccessful preg-
nancies and the HLA-G 14-bp insertion/deletion polymorphism using 2 groups of women: an 
RSA group and a normal, fertile control group of unrelated women in a Saudi population. 

MATERIAL AND METHODS

Subjects 

This study included 64 cases of Saudi women (mean age 34.18 ± 6.22 years) who had 
RSA and had consulted the King Khaled University Hospital, Riyadh, Saudi Arabia, between 
January 2010 and January 2011. The control group included 62 (mean age 34.67 ± 7.75 years) 
unrelated, normal fertile Saudi women with 2 or more uncomplicated pregnancies, without a 
history of RSA, and with at least 2 live births. Patients with anatomical, endocrine, or meta-
bolic disorders or immunodeficiency and autoimmune diseases were excluded from the study. 
Ethical approval for the study was obtained from the medical ethics committee of King Khalid 
University Hospital and the ethical committee of King Saud University. All patients and con-
trols provided informed consent and agreed to give blood samples for this case-control study.

Genomic DNA extraction and 14-bp polymorphism genotyping

Genomic DNA was extracted from peripheral blood using the Puregene purification 
kit (Qiagen; Hilden, Germany) according to the manufacturer protocol. Exon 8 of the HLA-
G gene was amplified by polymerase chain reaction (PCR) using the primers GE14HLAG 
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(5'-GTGATGGGCTGTTTAAAGTGTCACC-3') and RHG4 (5'-GGAAGGAATGCAGTTCA
GCATGA-3') (Hviid et al., 1999).

The PCR protocol consisted of an initial step of denaturation at 94°C, followed by 
35 cycles for 20 s at 94°C, 30 s at 64°C, and 60 s at 72°C, as well as a final extension for 10 
min at 72°C. The fragment sizes of the PCR products were analyzed (220/240 bp) based on 
the presence or absence of a specific band on a 3% agarose gel stained with ethidium bromide 
and visualized on an ultraviolet transilluminator using a gel documentation system (BioRad 
Gel225 Doc™XR+, Hercules, CA, USA) (Figure 1).

Figure 1. HLA-G 14-bp polymorphism detected on agarose gel. Lanes 1 and 7 are homozygotes HLA-G -14-bp/-
14bp; lanes 2, 4-6 are HLA-G heterozygotes, and lane 3 is the homozygote HLA-G +14-bp/+ 14-bp. Lane 8 is the 
100-bp DNA ladder.

Statistical analysis

Frequencies of the HLA-G 14-bp indel polymorphism were calculated using the direct 
counting method. Differences between populations were assessed using a c2 test and Fisher 
exact test with the SPSS software (ver. 17.0; SPSS Inc., Chicago, IL, USA). Hardy-Weinberg 
equilibrium was evaluated for these polymorphisms within each group using the c2 test. Sta-
tistical significance was defined at the 5% level. We applied Yates correction for continuity and 
Fisher’s exact test (2-tail) when the sample was small.

RESULTS

In this case-control study, we examined the distribution of alleles and genotypes of 
the most commonly studied HLA-G 14-bp indel polymorphism among women with at least 3 
unexplained RSAs and healthy women with at least 2 live births and without a history of RSA. 
Clinical and demographic characteristics of the RSA and control subjects are reported in Table 
1. We observed that among RSA subjects, the number of spontaneous abortions varied from 
3 to 11. The percentage of women with 3, 4, 5, 6, 7, and 8-11 RSAs were 37.5, 26.56, 17.2, 
4.7, 6.25, and 8%, respectively. Within the RSA group, 36% of women had no children (100% 
abortions), while for the remaining women, the loss rate was greater than 50%.
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Table 1. Characterization of recurrent spontaneous abortion (RSA) and control healthy women.

Group Sample Age Number of spontaneous Number of children Number of pregnancies
 size  abortions (min-max) (min-max)  (min-max)

Control 62 19-48 0 2-8 2-8
RSA 64 18-45 3-11 0-7   0-12

We found that the 3 HLA-G 14-bp genotypes were in Hardy-Weinberg equilibrium 
(c2 = 0.87, P = 0.35) in all groups studied. Hardy-Weinberg equilibrium was also verified in 
women with RSA (c2 = 0.0006, P = 0.97) and controls (c2 = 2.08, P = 0.149144).

The distributions of allele and genotype frequencies of HLA-G 14-bp indel polymor-
phisms are reported in Table 2. No significant differences in the distribution of allele frequen-
cies between RSA patients and controls or genotypes were observed. In addition, the frequen-
cies of genotypes were comparable in both groups. The frequency of ins/ins homozygote was 
slightly higher in RSA women compared to controls; however, the difference was not statisti-
cally significant (P > 0.05).

Table 2. Distribution of the 14-bp insertion/deletion allele and genotype frequencies in spontaneous abortion 
patients and control women in Saudi Arabia.

Genotype  Control % (N = 62)  RSA % (N = 64)  Odds ratio  Confidence interval  P value

14-bp insertion    51 (63) 53.9 (69) 0.88 0.54-1.45 0.71
14-bp deletion     49 (61)  46.1 (59)  1.13  0.69-1.86 0.71
del/del 20.9 (13) 20.3 (13) 0.96 0.40-2.27 0.89
ins/ins 22.6 (14) 28.1 (18) 1.34 0.59-3.00 0.61
Heterozygous allele 56.5 (35) 51.6 (33) 0.82 0.40-1.65 0.71

To confirm our results, we selected women who did not have children among the RSA 
group (100% loss of pregnancies) and those with more than 4 spontaneous abortions. They 
were compared to a subset of the control group that included women with at least 4 pregnan-
cies. Table 3 shows that the frequency of 14-bp insertion (ins) was not significantly higher 
in RSA subjects (0.63) than in the control group (0.53). Analysis of genotype distribution 
between the selected groups revealed a slightly significant difference with the ins/ins homozy-
gote (P = 0.045), but this result was not significant after Yates’ correction (P = 0.065).

Table 3. Distribution of the 14-bp insertion/deletion allele and genotype frequencies in a selected group of 
spontaneous abortion patients without children and RSA ≥ 4 and control women with at least 4 pregnancies. 

Genotype  Control % (N = 28)  RSA % (N = 23)  Odds ratio  Confidence interval  P value

14-bp insertion   53.6 (30) 63.1 (29) 1.48    0.66-3.27   0.42
14-bp deletion    46.4 (26) 36.9 (17) 0.67     0.30-1.49   0.42
del/del       25 (7) 17.39 (4) 1.75    0.34-6.27 0.8
ins/ins 17.9 (5)   43.48 (10) 0.28 0.079-1     0.045
Heterozygous allele   57.1 (16) 39.13 (9) 2.07    0.67-6.37   0.16

DISCUSSION

Since its discovery by Ellis et al. (1986), the non-classical HLA-G class I molecule has 
been considered to be a key effector in the immune tolerance of the fetus in pregnant women 
(Kovats et al., 1990; Rouas-Freiss et al., 1997; Fuzzi et al., 2002). Based on its specific tissue 
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distribution and level of expression in the body, this molecule received attention for its potential 
role in pregnancy disorders. Compared to classical HLA genes, HLA-G is characterized by a 
low level of polymorphism (Hviid et al., 2003; Menier et al., 2010). Correlations between these 
polymorphisms, particularly in the 5' UTR and 3' UTR and some pregnancy disorders, have 
been well-documented. Numerous polymorphic sites have been reported in the 3' UTR (Hviid 
et al., 1999, 2002). The most thoroughly examined is the 14-bp indel polymorphism that is im-
portant in HLA-G expression, mRNA stability, and alternative splicing and is associated with a 
wide spectrum of diseases, including pregnancy disorders (Wang et al., 2013). Thus, this poly-
morphic site is an important candidate for studying pregnancy disorders, particularly those with 
unidentified common factors such as RSA. We conducted this case-control study to investigate 
whether the 14-bp indel polymorphism located in exon 8 of the HLA-G gene contributes to RSA 
in a Saudi population. RSA subjects with known etiologic factors such as endocrine disorder, 
autoimmune reaction, thrombophilia, and environmental or viral infections were excluded from 
the study. We also selected only those with a history of at least 3 RSAs. The control group liv-
ing in the same region and visiting the same hospital had no history of RSA and at least 2 live 
births. The RSA cases and controls were representative random samples of the populations. The 
first analysis showed that all HLA-G 14-bp genotypes were in Hardy-Weinberg equilibrium. 
Our results for the distribution of the 14-bp indels polymorphism between all RSA subjects and 
controls revealed no significant differences. However, for allele frequency, the 14-bp insertion 
was more frequent in women with RSA than in controls and inversely related to the 14-bp dele-
tion. When comparing only women subjects with at least 4 RSAs and 100% failed pregnancies 
and control women having at least 4 successful pregnancies, we observed associations that 
were borderline significant. Thus, before Yate’s correction, the genotype 14 ins/ins was more 
frequent in women with RSA than in controls (odds ratio = 0.28, P = 0.045). For this 2 appar-
ent association, the confidence interval was very wide and therefore a larger sample for the 
2 selected groups is needed to confirm this association. Our results regarding the association 
study between the 14-bp indel polymorphism and RSA in the Saudi population agree with those 
reported in other populations such as the Amerindian populations from the Brazilian Amazon, 
Finnish, Hungarian, Polish, Japanese, Danish, Chinese, and some Indian populations (Hviid et 
al., 2002; Yan et al., 2006; Xue et al., 2007; Aruna et al., 2010). However, in other studies, the 
association between the HLA-G 14-bp polymorphism and RSA were confirmed in some Indian 
and Chinese populations (Shankarkumar et al., 2011). However in a previous study in an Indian 
population, the HLA-G 14-bp polymorphism was not associated with RSA disorder (Tripathi et 
al., 2004). Recently, to assess the strength of the association between the HLA-G 14-bp poly-
morphism and RSA, a meta-analysis based on 14 studies examining the association in different 
populations were controversial. This analysis confirmed a strong association between the ins 
(+14-bp) allele and RSA risk. However, the association between the heterozygote (-14-bp/+14-
bp) and RSA remains controversial (Wang et al., 2013). 

Although our data excluded a significant association between this polymorphic site 
and RSA, a larger case-control study including other polymorphic sites of the HLA-G gene 
is necessary to substantiate the importance of HLA-G polymorphisms and linkage disequilib-
rium in RSA risk. 
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