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Dear Editor,

We read the article “Association between the interleukin-6-174 G/C polymorphism
and risk of ischemic stroke: a meta-analysis” by Jin et al. (2015) with great interest. The authors
searched the literature for data sources to analyze the relationship between interlerukin-6-
174G/C and ischemic stroke. Their meticulousness in study selection and data extraction is
highly commendable. Of all the studies included in this meta-analysis, we were particularly
interested in the extraction of data reported by Banerjee et al. (2008). For this study, Jin et al.
(2015) considered all the 176 patients in the ischemic-stroke group, although 64 of them had
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hemorrhagic stroke. According to pathology, ischemic stroke and hemorrhagic stroke are two
of the three main types of stroke (Rodgers, 2013). Each has several subtypes, with distinct
underlying vascular pathologies; their pathogenesis has also been distinguished. Inflammation
and genetic factors play an important role in the development of ischemic stroke (Gao et al.,
2006; Jin et al., 2010). Moreover, ischemic stroke is characterized by thrombus, which is a
complex process mainly induced by either hyper- or hypo-tension (Tong et al., 2016). On the
contrary, hemorrhagic stroke is mainly attributed to various environmental and genetic risk
factors, and is triggered by cerebral hemorrhage (Ikram et al., 2012). Ischemic stroke is usually
accompanied by the occurrence of hemorrhagic transformation in patients, especially after
thrombolytic therapy (Jickling et al., 2014). Thus, ischemic stroke and hemorrhagic stroke
involve related, but different processes. Ideally, Jin et al. (2015) should have considered data
for the 112 patients with ischemic stroke for their meta-analysis, instead of those for all the
176 patients. The result of this study would also have been more accurate and reliable.

Further, in the second paragraph of the discussion section in this paper, the authors
stated that, “This is the first systematic study of the association between the IL6 -174 G/C
polymorphism and ischemic stroke risk using meta-analysis.” However, we would like to
bring to your notice that there have been a few meta-analytical studies on the association
between 1L6-174G/C polymorphism and ischemic stroke (Ye et al., 2012; Kumar et al., 2015).
The literature included in Ye et al. (2012) meta-analysis is not as extensive as that in the
study by Jin et al. (2015). The study by Kumar et al. (2015) included more relevant literatures.
The results of these three studies are similar. All of them concluded that I1L-6-174G/C gene
polymorphisms may not be associated with an increased susceptibility to ischemic stroke.
Thus, we suggest more attention should be paid to these relevant studies. Undoubtedly, a more
systematic and comprehensive approach to literature searching was required in the study by
Jin et al. (2015).
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